Molecular epidemiology of 3 household transmissions of Salmonella Typhi in Kelantan, Malaysia  by Mohamed, M. et al.
e l of In
o
s
h
T
F
S
D
T
R
H
s
P
1
2
3
D
A
s
b
b
f
t
(
e
n
c
d
n
t
t
p
m
h
T
F
S
D
T
R
M
S
M
1
K
2
i
I
i400 15th ICID Abstracts / International Journa
f strains covering additional ST and CC to conﬁrm the potential of
pectral peak signatures as a rapid subtyping screening tool.
ttp://dx.doi.org/10.1016/j.ijid.2012.05.536
ype: Poster Presentation
inal Abstract Number: 55.026
ession: Diagnostics
ate: Saturday, June 16, 2012
ime: 12:45-14:15
oom: Poster & Exhibition Area
uman African trypanosomiasis diagnosis in ﬁrst-line health
ervices of endemic countries, a systematic review
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Background: In response to a decrease in incidence of human
frican Trypanosomiasis (HAT) observed in recent years, large-
cale population screening campaigns are gradually being replaced
y passive case detection in ﬁxed health centres.
Methods: We conducted a systematic review of the literature
etween 1970 and 2011 on the performance of diagnostic tools
or HAT for use in such ﬁrst-line health facilities in endemic coun-
ries. Diagnostic tests were rated based on the ASSURED criteria
affordability, sensitivity, speciﬁcity, user friendliness, robustness,
quipment-free and deliverable to those in need).
Results: Our search retrieved 16 different screening and diag-
ostic methods for HAT. The thermostable format of the CATT test
ame out as the most suitable screening test at health center level.
Conclusion: Lateral ﬂow antibody detection tests are being
eveloped and could become alternative screening tests in the
ear future. Conﬁrmation of diagnosis still depends on visualizing
he parasite. All currently available conﬁrmation tests are either
echnically demanding and/or lack sensitivity and thus rather inap-
ropriate for use at health center level. Novel applications of
olecular tests may have potential for use at district hospital level.
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olecular epidemiology of 3 household transmissions of
almonella Typhi in Kelantan, Malaysia
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Universiti Malaysia Kelantan, Kota Bharu, Kelantan, MalaysiaBackground:Typhoid fever, a systemic febrile illness in humans
s caused by Salmonella enterica serovar Typhi (Salmonella Typhi).
t remains a devastating disease in developing countries especially
n South-Central and South-East Asia. This disease is endemic infectious Diseases 16S (2012) e317–e473
Malaysia with 1-4 cases per 100,000 populations reported from
year 1996 to 2006, with the highest incidence occured in Kelantan.
The genetic of Salmonella Typhi is highly homogenous, therefore
hindered the development of suitable typing methods to differen-
tiate the isolates for epidemiological and phylogenetic purposes.
Methods: In this study, we evaluated the used of multiplex
polymerase chain reaction (PCR)-variable-number tandem repeats
(VNTRs) method for molecular typing of Salmonella Typhi isolates
from 3 household transmissions occurred in Kelantan from year
2002 to 2009. Primers were based on published primers of 2 poly-
morphic loci (TR1 and TR2) in the CT18 of Salmonella Typhi. The
VNTR results were compared to those obtained by pulsed ﬁeld gel
electrophoresis (PFGE) using Xbal restriction enzyme.
Results: Multiplex PCR of 2 VNTRs used in this study showed a
high level of discrimination in distinguishing between epidemio-
logically unlinked Salmonella Typhi isolates in one of the household
transmission case that could not be discriminated by PFGE.
Conclusion: This multiplex PCR-VNTRs method offers a simple,
rapid, reproducible and high discrimination power of molecular
typing. Therefore, it could be used as a typing tool in discriminat-
ing the genetic relationships among very closely related Salmonella
Typhi isolates.
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Evaluation of a Typhoid IgM ﬂow assay for the diagnosis of
typhoid fever inCambodianchildrenusingaBayesianmodelling
approach assuming an imperfect gold standard
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Background: Rapid, reliable point-of-care tests are needed to
diagnose typhoid fever (TF) in febrile children attending hospital
in endemic areas.
Methods: Unselected children admitted to Angkor Hospital for
Children (AHC) with documented fever (≥38◦C) were investigated
for TF. A Typhoid IgM ﬂow assay (RDT) on admission was com-
pared with blood culture (BC), the current gold standard, real-time
PCR of blood, admission diagnosis of typhoid and discharge clini-
cal diagnosis by experienced paediatricians. The RDTmeasures IgM
antibodies against a Typhi-speciﬁc lipopolysaccharide antigenwith
intensity results graded between 1+ and 4+. Estimates of the sen-
sitivities and speciﬁcities of the various tests were determined by
traditionalmethodsandbyBayesianmathematicalmodellingusing
an imperfect gold standard model (MICE).
